METHOD USED FOR SUPPLEMENTAL MATERIALS

Whole cell dexamethasone binding assay
GR-deficient COS7 cells were seeded into 12-well plates, and were transfected with 0.5 µg/well of the indicated ZNF764-expressing plasmid or control pCDNA3.1 His/B together with 0.5 µg/well of pRShGRα. One day after the transfection, medium was replaced with DMEM without FBS supplementation, and whole cell dexamethasone binding assays were performed as previously described (1). Briefly, cells were incubated with grading concentrations of [1,2,4,6,7- 3 H] dexamethasone (GE Healthcare Bioscience Corp., Piscataway, NJ, USA) in the presence or absence of 500-fold higher concentrations of cold dexamethasone for 90 min. After vigorous washing with PBS, cells were harvested by treating with trypsin, washed once with PBS, and radioactivity associated with harvested cells was counted with the LS6000IC Scintillation Counter (Beckman Coulter, Inc., Fullerton, CA, USA). Scatchard analysis was performed with the GraphPad PRISM Version 6 (GraphPad Software, San Diego, CA) for evaluating affinity (Kd) to dexamethasone.
Western Blot and SYBR Green real-time PCR analysis
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Cells were lysed and Western blots were performed using anti-ZNF764 or -β-actin antibody.
Supplemental Figure S2 . Sequences of the GR-binding site associated with DUSP1, BEST2 or GPR153 found in the ChIP-Seq examination. Classic, tandem GREs found in the GR-binding sites associated with DUSP1, BEST2 or GPR153 are shown in bold and with underline. The numbers after "Chromosome" indicate locations of the shown sequences in the hg19-GRCh37 assembly.
Supplemental Figure S3 . Human and marmoset ZNF764 similarly and strongly enhances GR transcriptional activity. HCT116 cells were transfected with the plasmid expressing human or marmoset ZNF764 together with pRShGRα, pMMTV-Luc and pGL4.73[hRluc/SV40], cultured in the presence or absence of 10 -6 M of dexamethasone, and firefly and renilla luciferase assays were performed. pCDNA3.1 His/B was used as a control for ZNF764-expressing plasmids. Bars represent mean ± S.E. values of firefly luciferase activity normalized for renilla luciferase activity. **: p<0.01, compared to the the 2 condition indicated.
